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Introducing the TSQ Vantage

Challenging conventional
thinking for bioanalysis...
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Differentiating Features for Bioanalysis

Highest Sensitivity, Lowest
Noise

Wide Linear Dynamic Range

Superior ion source robustness

All “digital” with Watson LIMS

ThermoFisher
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Technology Enhancements: HESI-II

= Benefits: Sensitivity across a wider range
of flow rates

* Higher desolvation for >1mL/min flow rates

* More heated nitrogen auxiliary gas flow aids
desolvation at high flow rates

* One piece metal needle allows for easy
replacement

* Available as low flow and regular (high) flow

» Contoured tip for enhanced low flow
(micro-spray; 5-25uL) stability
» Generates better electrostatic fields
enabling spray stability for lower flow rates

" —> Higher desolvation

T —> Contoured tip

_|—> Metal Needle Standard

* Backwards compatible

ThermoFisher
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Technology Enhancements: lon Sweep Cap

= Benefits: Maximum Robustness in real
samples

* Fixed Probe Position

* Plug & play position ensures spray hits
below the “hood”

* Ensure ion transfer tube orifice is never
obstructed

« Asymmetric Profile Below Orifice Hood

» Ensures spray is directed into the drain to
reduce re-circulation in the ion source

* Build-up of matrix always occurs below
orifice

Fixed probe
position

 Run hundreds of matrix rich samples

without compromising sensitivity! Special “hooded” shape &

asymmetric profile

* Backwards compatible

ThermoFisher
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Technology Enhancements: S-Lens

= Benefits: Higher Signal and Less Noise

1. The innovative S-Lens captures all the ions
In the expanding gas plume and efficiently
focuses the ions into a tight beam.

2. The ion beam from the source is then
transmitted into Q00 with maximum
efficiency.

3. The Hyperbolic quadrupoles then filter out
the signal from the noise, delivering the
lowest LOQ.

4. This leads to highest sensitivity, with the
lowest noise

ThermoFisher
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S-Lens (More Signal, Less Noise)

Off-Axis to instrument axis =
Improved lon Sweep Gas Cap Less Chemical Noise Optimum opening into

(N2 gas Iimits_ solvent i._e less high vacuum chamber
chemical noise ) for Higher 'l limits chemical noise =

Robustness Long-life Turbo Pump

—
1

I
N
L

I

Maximum efficiency for pumping gas

Shorter lon Transfer Tube | (removes extraneous solvent laden gas
(larger ID) = More gas in (more l.e. less chemical noise) = Better Vacuum
lons) (note progressive spacing)
ThermoFisher
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S-Lens lon Optics Design

= Stainless steel electrodes and supports
for ruggedness and easy cleaning

= Can sonicate entire S-lens assembly

= Efficient removal of solvent laden,
extraneous gas to reduce chemical noise

= Patent pending

ThermoFisher
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S-Lens Animation

ThermoFisher
9 SCIENTIFIC



TSQ Vantage: Highest Sensitivity, Lowest Noise

>
TSQ Vantage =
Spotlight
On
Precision
Gen 1 Optics
M

ThermoFisher
SCIENTIFIC




TSQ Vantage (500attograms/uL — 10picograms/ulL)
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TSQ Vantage’'s superior “Precision” is evident at the low end of the std. curve
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Better %CV (Precision) as a result of Sensitivity

%CV at 5fg (7.66%)and 10fg (11.48%)

FileName Integration Type| Response | ISTD Area | Specified C| Calculated a CW o Diff Level Units Exclude

1 Alprazolam_Spgml_01 |Methed Settings oga 2313888 0.500 0.455 7.65 -2.52|0.5 pg/ml pg/ml |:|

2z Alprazolam_Spgml_0Z2 |Method Settings 931 2314825 0.5040 0.437 7 .66 -12.65 | 0.5 pg/ml pag/ml |:|

3 Alprazolam_Spgml_02 Method Settings 1251 2313708 0.500 0.506 MA, MA 0.5 pgiml pgml

4 Alprazelam_Spgml_04 |Method Settings 534 F2o0034 0.500 0.443 7.65 -11.43 | 0.5 pgéml pgmi |:|

5 Alprazelam_Spgml_05 |Methed Settingz 1085 2280200 0.5040 0.539 7.66 7.71(0.5 pgiml pg/ml |:|

5fg & Alprazelam_Spgml_0& |Method Settings S83 227775 0.500 0.481 7.68 -3.73|0.5 pgéml pg/mi |:|
7 Alprazelam_Spgml_07 |Methed Settings 1085 2248250 0.5040 0.540 7.66 2.02 (0.5 pgiml pg/ml |:|

& Alprazelam_Spgml_028 |Method Settings 1107 21581 0.500 0.555 T.65 10.57 (0.5 pgéml pgmi |:|

5 Alprazelam_Spgml_0% Method Settings 23 2219776 0.500 0.347 M M& 0.5 pgiml pg/ml

\ 10 Alprazolam_Spgml_10 |Method Settings 1087 2188236 0.500 .555 7.66 10.95 0.5 pg/ml pg/ml |:|
11 Alprazolam_1pgml_01 |Method Settings 2454 248875 1.0 1.188 11.48 18.82 |1 pgimil pg/ml |:|

A 12 Alprazolam_1pgml_02 |Method Settingz 2238 2447054 1.0040 1.064 11.48 5.37 |1 pg/ml pag/ml |:|
13 Alprazolam_1pgml 03 |Methed Settings 1903 2455344 1.000 0.853 11.48 -10.8G (1 pgéml pg/mi |:|

14 Alprazolam_1pgml_04 |Methed Settings 1877 2414257 1.0040 0.5910 11.48 -5.05 |1 pgiml pg/ml |:|

15 Alprazolam_1pgml_05 |Methed Settings 2205 2350488 1.000 1.140 11.48 14.00 (1 pgiml pg/mi |:|
10fg 16 Alprazelam_1pgml_0& |Method Settings 1745 2376780 1.000 0.247 11.48 -15.28 |1 pgiml pag/ml |:|
17 Alprazolam_1pgml_07 |Methed Settings 2003 Z3ITST08 1.000 0.973 11.48 -2.12|1 pgiml pg/ml |:|

18 Alprazolam_1pgml_08 |Method Settings 12801 2389371 1.0040 .866 11.48 -13.42 |1 pgimil pag/ml |:|

19 Alprazelam_1pgml_0% |Methed Settings 20a87 23470324 1.0040 1.033 11.48 3311 pgiml pg/ml |:|

20 Alprazelam_1pgml_10 |Method Settings 2053 ZIG427T 1.000 1.010 11.48 0.95 |1 pgimi pgmi |:|

21 Alprazolam_2-Spgmil_0 Method Settings 2912 2386032 2.500 2482 911 -0.71 2.5 pgi/mil palmil "]

S Slonra=mlam 7 Ernmml 0 Hothad Sotins ACE N e Rty T EQN > AG &4 n2E 17 E melml e =1

n= 10; More signal = higher precision
ThermoFisher
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Reproducibility Study (Inter-day, Paroxetine in Rat Plasma)

0.60 -
R3m (.999
& TSQ Vantage
0.50 - Calculated Conc (pg/mL)
Conc Avg Calc.
(pg/mL) Dayl | Day2 | Day 3 | Day 4 | Day 5 Conc. ( 5d) %CV (5d)
0.40 - 1.0 1.057, 6.62%
2.5 2.528 4.31%
5.0 5.113 2.12%
O 0.0 - 10.0 10.448 2.25%
© 25.0 24.982 1.36%
1 50.0 49.873 1.00%
3 100.0 106.438 1.71%
& 0.20 250.0 250.016 0.69%
500.0 499.499 0.52%
0.10 - *data represents 1000 plasma samples
0.00 * ; : : . .
0 106 200 300 400 500  6OC
pg/mL
Overlay of 5 std. curves, run once every day
(200 plasma samples per day for 5d*)
ThermoFisher
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1 fg of Neat Paroxitine on column by FAIMS
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RT:3.00-7.00 SM: 7G

NL: 1.90E6
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Stanozolol

= TSQ Vantage
—>

TSQ Quantum
Ultra

Im/z=80.50-81.50 F: + ¢
sid=-18.00 SRM ms2
[329.28@cid-53.00
[80.56-121.57] MS C6

NL: 1.90E6
Im/z=80.50-81.50 F: + ¢ ESI
sid=5.00 SRM ms2 329.207
[80.992-80.994,
95.002-95.004,
[121.031-121.033] MS C6_1

RT:3.00-7.00 SM: 7G

NL: 1.70E7
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INL: 1.70E7

[TIC F: + ¢ ESIsid=5.00
ISRM ms2 292.235
[79.072-79.074,
197.068-97.070,
1109.074-109.076] MS
IC6_1

RT:3.00-7.00 SM: 7G

NL: 1.20E6

1200000

- Testosterone

Im/z=96.50-97.50 F: + ¢
Isid=-12.00 SRM ms2
[289.25@cid-34.00
[78.50-109.50] MS C6

NL: 1.20E6

Im/z= 96.50-97.50 F: + ¢ ESI
sid=5.00 SRM ms2 289.134
[79.006-79.008,
97.011-97.013,
[109.016-109.018] MS C6_1
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Imiz= 12050-121.50 F:+¢ 90000
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m/z=120.50-121.50 F: + ¢
[ESIsid=5.00 SRM ms2 70000
87.145 [77.015-77.017,
[121.035-121.037, 6500
135.074-135.076] MS C6_1  gooq

550001
250000
g 450001
= 40000
350001
300001
250001
200001
15000
10000
5000

DL LA L L L L
35 4.0 45 5.0 55 6.0 6.5

Time (min)

Nandrolone

Im/z=108.50-109.50 F: + ¢
lsid=-18.00 SRM ms2
[275.23@cid-36.00
[78.50-109.50] MS C6

INL: 9.00E5
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91.021-91.023,
[109.058-109.060] MS C6_1

©9,8,8,8.8,8.%,8,8,8,.8.8,8,8,8.5,8,8.

L s e
35 4.0 45 5.0 55 6.0 6.5

Time (min)

Time (min)

RT:3.00-7.00 SM: 7G

NL: 4.00E5

400000
38001
36000
34000
32000
3000
28000
26000
24000

222000

é 200001

£ 18000
1600
14000
1200
10000

800
600
4000
2000

Trenbolone

Im/z=198.50-199.50 F: + ¢
isid=-15.00 SRM ms2
[271.10@cid-18.00
[164.50-253.60] MS C6

INL: 4.00E5
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[ESIsid=5.00 SRM ms2
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TSQ Vantage vs Competitor A

idark_123_054. TC - RT: 0.37 - 401 NL: 45564
F:+cESIside1.00 SRM ms2 £27.151 [ 261.099-261.101]

Sample Chromatograms (Current LLOQ)

TSQ Vantage
LOQ: 2.5pg/mL

Redabree Infensiy

i

Compound 1 (50 pg/mL)

Data obtained at unit resolution (0.7FWHM) on TSQ Vantage

ThermoFisher
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TSQ Vantage vs Competitor A (Peptide X in Rat Plasma)

Intensity, cps

Data obtained at unit resolution (0.7FWHM) on TSQ Vantage

ThermoFisher
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Dextromethorphan-d3 in Rat Plasma (LLOQ Comparison at 0.01 ng/ml)

- TSQ Vantage o
™ >10x LOQ
/f . ] %i
| T
| M\ 'M F\ fL g
B V|
TN
Y LA L :
v .

Time (min)

Data obtained at unit resolution (0.7FWHM) on TSQ Vantage
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Midazolam-d6 (LLOQ comparison at 0.01 ng/ml)

s ey RT: 150-4.50
i) RT:3.04 NL: 1.72E4

TICFE +cES
SRMms2 332.115
[297.088-297.090]
MS ICIS
tttest mix 124

g
=

Concentration: 0.0100 0
Calculated Conc: 0.00781

g, Date: /2 N
Aoq, Tine: 211:48 P i
Nodified: o -
Proc. Algorithn: Intelliguan - 104

Vi, Peak Height: 100.00 cps 7zu
Nin, 4.00 sec

ts

S 3 poin
T Windor: 00 s
Expected 71: 269 min _
Use Relative RT: o 0
nt. Type: Valley 0
Fetention Tine: 266 nin
hrea: BOLAT counts "
Feight: 254002 ps

Tire: 259 7in

i o
nd Tire: 273 min Ly

TSQ Vantage
~5X Better LOQ

Intensity, cps

Relative Abundance
e, 8. 8. 8 B .8 8.8 & 8 8.8 8.3 .4.8.8.8.8.3

5 20 25 30 35 40 45

T

Time (min

Data obtained at unit resolution (0.7FWHM) on TSQ Vantage .
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Compound Z (

Q Comparison at 0.01 ng/ml)

o Nne SO0 SR Fle TSERA PP Evp BB L
Ped e Vs 0208 L
Comment ™ Annotation:
Saple Indoc: 31
Saple Type:  Standard
Cocentration:  0.0100
Calculated Conc: 0.00339 o
g, Date:  3/92008
kg, Tive: 21148 P 8
0

odified:

Proc. Algorithe: IntelliGuan - 1011 2550,

Hoise Percentage: 9 P

ase. Sub. Vindow: 100 tin

pesk-Split. Factor: 2 50

Regort Largest Peck: No

fin. Peak Height: ~ 400.00 cps 200
pedk Vidth: 400 sec

e

00 s 2

"
Expected AT: 2.81 nin
Use Relative RT: N 250

)
Int. Type: Base To Base

Retention Tite: 2,76 fin pic
Area: 6950.03  counts.

feight: 2354003 s an
Start Tire: 27 in -
g Tie: 28 nin

a0
15
m
i)
ji)
18
m
i)
10
i)
B0
15
i)
1
o)

Intensity, cps

1250
1200
1150
1100
1050
100

3

RT: 150-450

Relative Abundance

N 28054
TICF +cESl
SRVINE2399.183
(283045283047
VB [0S
t4est rix 124

RT:318

TSQ Vantage
>7x LOQ

o ¢, B, B B B 8 8 5 &5 8 8 8 & 3 3.8 8 8.8 8

Data obtained at unit resolution (0.7FWHM)

1

an

on TSQ Vantage
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TSQ Vantage vs Competitor (Split Sample- Pure Std)

Sa=gls Typ=: Stmmdaxd
Comzentratizm: 0.S00 3 200
Calculated Coo 50 gl 280
Pcog. Dabcs 5/25/2007
Py o 4 £ Et1 Z604
ol e Mo 240
e i nealies cromse Customer name with-held
Dunoning FaotoE 5 20
Moise Tharashold Z5.00 cps 2001
Fr Theeshold: o B =
Fum. Spoooths: o - ] O 5 / L
Sep. Width: 2.20 Fiy L . ng m
Sep. Esignt: -~ 160
Hxp. FPeak Batio 5.00 —
FMxp. Adj. Batic £.00 & 1404
Hxp. Val. Batio 3.00 =
BT Windaow: &.00 = L
Hxpected RI: Z2.52 md 00
L Belatiw= BI Ho

B0
Ict. Type: Base To Base |
Betention Time: 2.52  mia 604 r [
Ares: £76 orants | il
Beight: 2.89e+002 cos 40 | Vo,
Start Time=- Z2.46 mim 20 ] h‘ | |f'
Bed Timme: 2 .62 min

o Jru!. Il A nd‘f‘“)"-ﬂ A uﬂ"ﬂ'v’n."“f L

1 2 3 4
Time, min

- Note: 0.1 ng/ml is indistinguishable from the control blank

1|:|:_. RT 332 ML 4 TEEZ

- ' TIC FI-cESISRAM
. | M52 546150

: | [427.199-427 201]

M5 ICIS

3 TSQ Vantage
7D || o
N 0.1ng/mL |
40 |
3r
20 |

T |

S
b T 111 |-_i T -I-TMIL"I_I_I o O I T I B I BN -l-iél |_f'"|'fi'(|l' |d-|\' '|"'|"-|-ﬂi_| T T 1r1rr1r1rr1r1rr1+1 111 1T 11717
0.0 0.8 1.0 1.5 20 2 3. 1: 4.1 4.5 5.0 .5 5.0 §.3

Data obtained at unit resolution (0.7FWHM) on TSQ Vantage
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TSQ Vantage: Highest Sensitivity, Lowest Noise

Reproducibility
&
Linear Dynamic
Range




Excellent Linear Dynamic Range (Small Molecules)

100 -

80 -

Area Ratio

o y = 0.009x + 0.185

1,000 2,000 3,000 4,000 5000 6,000 7,000 g000 9,000 10,000
Concentration (pg/mL)
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Linearity & Dynamic Range

= Detector response should be linear

= What causes non-linearity?
 Detector saturation (pulse counting issues) 35000 -
« ESI saturation
« Matrix effects

= Having a wide dynamic range saves time
1.0ne standard curve can cover a wider range
2.No need to re-assay
3.No dilutions needed
4.Pre-Clinical & Targeted Peptide Quan

0 100 200 300 400 L HH
Cone

ThermoFisher
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Targeted Peptide Quantitation

= Basic Challenges:
e Required: High sensitivity with wide dynamic range
o Complex mixture with wide dynamic range of proteins
* No internal standard — often dependent on absolute signal only!

* Low flow rates (nanospray / microspray applications)
« Fast scanning collision cell
* No X-talk in collision cell

ThermoFisher
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Proof Statement 1: Targeted Peptide Quantitation

bin
X RAZ2Z = 0.,9988 W1 [ X
140000000

130000000 — ALELFR /'/

110000000

M yog

lo
Y = -23450.7+1.35644e+006

100000000 -

90000000%

80000000

70000000;

Area

fBO0DO0DO00

50000000 —

40000000 —

200000010000

20000000%

0 080808000

T T T T T T T T T T T T T T
20 40 60 80 100
L o

0

4 orders of LDR* with linear 1/x fit

Linear calibration curve (range 0.01-100 fmol) of Myoglobin spiked into Ecoli digest matrix.
Note: Absolute area counts used (No ISTD).

ThermoFisher
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Proof Statement 1: Targeted Peptide Quantitation

10 attomol 50 attomol 100 attomol 1 fmol 10 fmol 100 fmol
run 1 3188 22459 44645 781101 16223693 | 170848122
run 2 2427 23856 38705 777105 14635180 | 137929457
run 3 3874 22333 62007 901912 12157105 | 134856941
run 4 2537 17128 51554 1071270 12060978 | 140034146
run 5 1880 14797 40517 954965 11746329 | 129911605
Average 2781 20115 47486 897271 13364657 | 142716054
% CV 27.6 19.5 20.0 13.8 14.8 11.3
Nanospray application; 1uL injected; flow rate 300nL/min
ThermoFisher
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Proof Statement 2: Targeted Peptide Quantitation

¥ - 0 00173896 +0 96

~
>
-~
D
QD
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QD
—
o
) -
Area Ratio
\
|

o
o
oi‘u\\\u\m\:w L

o o
IS o

o
N

T i e ERERE T I T T T T 1 T 1 T T
2.0 40 60 80 100

fm ol

4 orders of LDR* with linear 1/x fit

Linear calibration curve (range 0.02—100 fmol) of isotopic labeled peptide
GRPQGP*QQGGHQQ spiked in the pooled saliva sample.

Nanospray application; 1uL injected; flow rate 300nL/min

ThermoFisher
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Targeted Peptide Quantitation: Summary

* Highly sensitive peptide quantitation
« H-SRM advantage

e > 4 orders of Linear Dynamic Range
with or without internal standard

« Exceptional low flow rate performance

ThermoFisher
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H-SRM Refresher (Hyperbolic Rod Advantage)

(\ 2.6e6 " 1.1 e6

L

Not possible on
round rods!

35
S0
25
20

JEYE]
132 15
10
5 S
° ' =
130 132 134 156 158 130 13z 194 | '

0.7u FWHM 0.1u FWHM mﬁg

Quadrupoles matter! IRIVENT-
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High resolution Comparison

0.7 fwhm 0.1 fwhm
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i D2 1.2 1.2 ] 24 2.0 a4 Au A I HRN 23] . I-I I-"-'-' | o = R I 3 E .J "I.L' L'.." L-.L- Eu
Tirs jmiri Tirre (min;

0.5ng/ml hydrolysed Amino Acid standard

g\
| | | AstraZeneca &
Courtesy Richard Weaver, Peter White & Mark Churchill



Mean plasma concentration, following IV
(High + Low dose) administration to rats (n=3)

100 g
. < 1000
—@— IV High dose E
10 —@— VLowDose i
n —@— IV High Dose (rpt) 5 100
,_E\ \i\i\ —B— IV Low Dose (rpt) : g
. T 410 ¢
- Previous LOQ _g
2 1 10 ng/mL ©
® =
r 41 -
(= 3 8
§ 014 % —¢ ’ ] =
S e b
0.01= ' ]
Quantum LOQ 1001
0.01ng/mL :
1E-3 - I ' 1 ' I ' I ' I ' I
0 2 4 6 8 10 12
- \
Time (hrs
(hrs) AstraZenec é?

Courtesy Richard Weaver, Peter White & Mark Churchill



SPE-LC-Quantum MS/MS method application

Analysis of BX1 & BX2 50 ul Human Plasma

AT 357
H-SRM SHE
100 - o
e BX1
o0 t,=3.87min
d[lé m/z 361 > 163
204 461 485 & G
ol 054 101 154 244 281 288 281 Ak, 515 585 608 BA3 740 TH2 B8 2N 907 97 930
RT 407
MA: 3174355
. SM IN;
3 o] BX2
5 61 t-=4.07min
e m/z 363 > 121
3 20
. o1 o5ross 154 223 285 AT 454 483 500 B01 547 B8S 718 840 BE0 907 90 99
RT 408
M 7432528
- SH. Ih=
ﬂ D,-BX1 (ISTD)
60 | t,=4.08min
40 J ] m/z 367 > 121

Time ming

Detection of
endogenous
biomarkers

RSD < 10%

Analytical Method OK
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TSQ Vantage: Highest Sensitivity, Lowest Noise
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Dextromethorphan-d3 (Robustness at LLOQ 0.01 ng/ml)

c:\xcalibur\...\rawfiles\tt-test_mix_004 3/11/2008 1:44:42 PM

0.01 ng/ml
RT: 0.00 -7.00

RT:2.93 NL:1.35E4
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x 20 |
_ [
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¥ 80— \ MS ICIS
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g 60 ‘
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< 40— \‘\
CE- i
x 20— ) J‘
7 N\m\\&
0 e e F r‘\‘v?J“\T’“J‘T“Yq%f‘h—ﬂuf‘Vr\“‘fﬁ‘“‘\—f‘?—« S
T T T T T T T T T T T T T T T T

0 1 2 3 4 5
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lon Source Robustness for Biological Matrix
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Feature Summary: Robustness

= New lon Sweep Cap withstands
repeated exposure to biological matrix
without compromising sensitivity

= Plug & play position on the TSQ Vantage
ensures superior ruggedness for
extended periods

1.35E+07

>
2 1155407
s A
2 e s S Ao Lt S Nt e 5N YTV N ———,
o 20406
E
2 7507406
<

5.50E+06

3.502406

0 50 100 150 200 250 300 350 400 450 500
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Current Workflow (Analyst or LCquan)

’ . ~ Watson LIMS

. 1

|

Reporting

S Instrument. N
k Cluster >
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Enhancing the Software Experience (LCquan+Watson)

|m|\<— » Watson LIMS <«
A
h 4
Common
udit Trail
JF
y

VVVVVVV

e
. independent*
‘ Analyst i
Version X.X I
ata N
- rocessin

Archive
(Version
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{ .lnstrument'
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Peak Integration/Re-Integration Within Watson 7.4

Review run
Sample Sample  Integration ISTD  Respanze Retention Diebts  Imtegration Relstive  Start Ladt Start End
I Type Trpe Respense Respomze  Ratio Level Time  Luclude ET Code RT Time Edge  Height Ti
LOChian Dagrtal 2 5 PV Validaton Test STDL] 1
LOCan Digital v2.5 PV Valdabon Test STD.2 1 817 ARD M & SO0 2 - BB
LCChoan Digital v2 5 PV Validation Test STD2 2 STANDARD Method 135883 5503 1653 5] 0,035 BH 0543
LCChan Digital v2.5 PV Validation Test 5TD.3 1 ESTANDAERD Method bl 25480 0300 N AL ER Bazehne 42517 0.874
LCQuan Digital v2 5 FV Validation Test STD.32 STANDARD Mlethod 463054 QIRST 4936 N 0031 BB Baseline 44 487 0526
LCCuan Digital v2.5 PV Valdation Test STDA 1 STANDARD Method 226610 101357 2236 N 0035 BB Basehne 1158052 0.530
LOCaan Digtal v2.5 PV Validabion Test STDA 2 STANDAED Mlethod 137272 115100 1193 N £.041 BB Bagehne 76.006 0240
LCChan Digital v2 3 FV Validation Test STD.3 1 STANDARD Method 1373049 96643 16277 3] 0039 BB Baselne 276611 0504
LOCuan Digital +2.5 PV Validation Test QC.1 1 oC Method 491417 101153 4858 oy 0,051 BB Basehne 332.73% 0349
LOChaan Dagatal +2.5 PV Vabdation Test QC1 | QcC Mlethod X853 Y3677 2368 N 047 BB Basehne 735049 0841
LCCuan Digital v2.5 PV Validation Test QC3 1 QC Method P304 105928 15.579 5] 0,052 BH Basehne -109.698 0589
LCChaan Digital +2.5 PV Valdation Test CONTROL_BLANK CONTROL  Method 233 £5591 0,700 N A0 ER Bagehne 142034 0.£23
LCQuan Digital v2 3PV Y Test 034450000001 1-001MMale A Flasma-1 0h UNENOWN  Method 136334 110633 1.144 N 011 BB Basehne 1383341 0.770
\ Al ) Standards [OCs ) Blanks ) Unknowns
Analyte: hpdocotimone Intesnal Standosd: methyllesiosterone
0.18 - 1.18 ML: 5.01E5 149-249 NL: 9.60E4
100 100
a0 h a0
803 803
?D—J< FIZI—_lj,
G0 ED-?‘:
E|
50 503
403 40
g E|
3'3'-;:4i 3::@
20- 204
10 10
222 242
0.52 0.95 3 179
o o o o e e L I B B O B B B A i e i e
0.2 0.3 04 0.5 06 07 08 0.9 1.0 11 15 16 1.7 18 1.9 20 21 22 23 24
Save Selected | Save Al hecepr Selected Accept Al | -
Smuhlmeg'dmi Inkesgeshans Sampls Inbegishon Indesgahons iz n g E Cancel
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Positioning Statement

“We fully intend to support AB/Sciex instruments. No
changes will be made to the Analyst user experience In
Watson 7.4. However, the intention is to enhance the
LCquan user experience.

Watson LIMS will continue to fully support a large variety of
Instruments, and this includes AB/Sciex instruments”

ThermoFisher
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1SQ Vantage Summary

 Delivers highest sensitivity, without increasing
chemical noise in any matrix

» Excellent linear dynamic range for small molecules
and biomolecules

» Stable “easy-to-use” software with full Watson
Integration

» Method transfer support (APl 5000 to TSQ Vantage)
through global applications team

ThermoFisher
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Conclusion

Thank-You
&
Any
Questions
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